
Table S1. Summary of genomic annotation for LD surrogates of rs12631354.

FIELD DESCRIPTION
chr Chromosome
pos (hg38) Chromosome position on hg38 obtained from dbSNP build 141

LD (r2) Pairwise r2 measure of LD with query SNP from 1000 Genomes Project EUR data
LD (D') Pairwise D' measure of LD with query SNP from 1000 Genomes Project EUR data
variant rsID of collected SNP
Ref Reference nucleotide(s)
Alt Alternate nucleotide(s)
AFR freq Allele frequency for African population
AMR freq Allele frequency for American population
ASN freq Allele frequency for Asian population
EUR freq Allele frequency for European population
GERP cons Conserved regions by GERP (Blue: conserved)
SiPhy cons Conserved regions by SiPhy (Purple: conserved)
Promoter histone marks Summary of ChromHMM (core 15-state model) states corresponnding to promoter elements from the Roadmap Epigenomics project
Enhancer histone marks Summary of ChromHMM (core 15-state model) states corresponnding to enhancer elements from the Roadmap Epigenomics project
DNAse Summary of DNase hypersensitivity from the Roadmap Epigenomics project
Proteins bound Protein bound(s) by ChIP-Seq
Motif changed Motif alteration(s) from TRANSFAC, JASPAR, and protein-binding microarray (PBM) experiments
NHGRI/EBI GWAS hits SNP in NHGRI GWAS catalog (accessed October 31, 2015)
GRASP QTL hits SNP in The GRASP Build 2.0.0.0 results and QTLs (non-GWAS)
Selected eQTL hits SNP in eQTLs obtained from the GTEx analysis V6, the GEUVADIS analysis, and 10 other studies
GENCODE genes Gene annotations by GENCODE version 13
dbSNP func annot Functional annotations from dbSNP build 137
RegulomeDB score RegulomeDB score (http://regulomedb.org/help#score). 1 is most ilkely to be functional, to 7 = least likely.



chr pos (hg38) LD LD variant Ref Alt AFR AMR ASN EUR GERP SiPhy Promoter Enhancer DNAse Proteins Motifs NHGRI/EBI GRASP QTL Selected eQTL GENCODE dbSNP RegulomeDB
(r²) (D') freq freq freq freq cons cons histone marks histone marks bound changed GWAS hits hits hits genes func annot score

3 134062942 0.72 1 rs12487022 C T 0.01 0.13 0.25 0.01 Pax-5 2.4kb 3' of
RP11-202A13.2 No Data

3 134081243 0.63 1 rs74593216 T A 0.01 0.13 0.25 0.01 FOXA1 RYK 4

3 134089678 0.73 0.9 rs6772651 A T 0.21 0.17 0.3 0.01 1 hit RYK No Data

3 134089781 0.73 0.9 rs79361984 A G 0.13 0.16 0.3 0.01 CRVX THAP1 RYK No Data

3 134101562 0.67 0.82 rs142825074 C G 0.11 0.16 0.32 0.01 RYK 5

3 134102246 0.67 0.82 rs77623565 T C 0.12 0.16 0.33 0.01 6 altered motifs RYK No Data

3 134109818 0.67 0.82 rs78691009 G A 0.12 0.15 0.31 0.01 9 altered motifs RYK 6

3 134112756 0.64 0.89 rs59839641 A T 0.01 0.14 0.32 0.01 5 altered motifs RYK 6

3 134127202 0.82 0.91 rs74563918 G A 0.12 0.16 0.32 0.01 5 altered motifs RYK 6

3 134130003 0.82 0.91 rs12488092 T C 0.21 0.17 0.32 0.01 Irx,Pou2f2,TCF11::Maf
G RYK No Data

3 134130459 0.63 1 rs12491226 A G 0.01 0.13 0.08 0.01 AP-1,Fox,Nkx6-1 RYK No Data

3 134131062 0.82 0.91 rs60202549 T A 0.21 0.17 0.32 0.01 PLCNT,LNG Evi-1,GATA RYK 5

3 134131707 0.82 0.91 rs140590220 G A 0.21 0.17 0.32 0.01 NRSF RYK No Data

3 134134486 0.82 0.91 rs78829555 G A 0.21 0.17 0.32 0.01 ESDR, PLCNT ESDR TCF4 Ik-3 RYK 4

3 134139777 0.82 0.91 rs28898351 C T 0.33 0.18 0.33 0.01 AP-
1,Foxd1,TCF11::MafG RYK No Data

3 134139871 0.82 0.91 rs36077421 T C 0.14 0.16 0.33 0.01 4 altered motifs RYK 6

3 134140360 0.82 0.91 rs10935098 T G 0.31 0.18 0.33 0.01 RYK 5

3 134141402 0.82 0.91 rs140449410 GA G 0.13 0.16 0.32 0.01 GATA,Hoxa7 RYK No Data

3 134144572 0.82 0.91 rs10935099 G A 0.14 0.16 0.33 0.01 RYK No Data

3 134144745 0.82 0.91 rs10935100 A G 0.14 0.16 0.33 0.01 5 altered motifs RYK 5

3 134144773 0.82 0.91 rs10935101 G A 0.14 0.16 0.33 0.01 Ik-2,NF-AT,SETDB1 RYK 5

3 134145669 0.82 0.91 rs78338426 A G 0.21 0.17 0.32 0.01 8 tissues 4 altered motifs RYK 5

3 134145692 0.75 0.91 rs74694923 A G 0.15 0.16 0.32 0.02 8 tissues MAZ,Spz1 RYK 5

3 134146343 0.82 0.91 rs4077106 A G 0.15 0.16 0.33 0.01 5 tissues EWSR1-FLI1,HDAC2 RYK No Data

3 134146657 0.82 0.91 rs4077108 T C 0.13 0.16 0.33 0.01 4 tissues GCM RYK No Data

3 134149193 1 1 rs75616514 A G 0.13 0.16 0.33 0.01 5 tissues Foxa,Foxj2,p300 RYK 5

3 134152399 0.92 1 rs79026507 C T 0.16 0.16 0.33 0.02 GR,YY1 RYK 5

3 134152463 1 1 rs75492149 T C 0.16 0.16 0.33 0.01 Pou2f2 RYK 5

3 134152509 1 1 rs74663082 C A 0.16 0.16 0.33 0.01 4 altered motifs RYK 5

3 134153167 0.92 1 rs200043084 A ATTG 0.18 0.16 0.33 0.02 21 altered motifs RYK 6

3 134154243 1 1 rs4453838 C T 0.13 0.16 0.33 0.01 DMRT7,Zfp410 RYK 5

3 134154258 0.82 1 rs4588357 G T 0.09 0.16 0.32 0.01 6 altered motifs RYK No Data

3 134154309 1 1 rs4453837 C A 0.14 0.16 0.33 0.01 6 altered motifs RYK 6

3 134155269 1 1 rs4450813 T C 0.13 0.16 0.33 0.01 KID 8 altered motifs 2 hits RYK 6

3 134156037 1 1 rs12493904 C G 0.16 0.17 0.33 0.01 KID, PANC BRCA1,TCF11::MafG RYK 6

3 134156337 1 1 rs12494042 G A 0.16 0.16 0.33 0.01 KID, PANC 11 altered motifs RYK 5

3 134156370 0.92 1 rs12497389 T A 0.16 0.16 0.33 0.02 KID, PANC 7 altered motifs RYK 5

3 134156601 1 1 rs77167588 C G 0.16 0.16 0.33 0.01 PANC EBF RYK 5

3 134157192 1 1 rs14533 C T 0.14 0.16 0.33 0.01 LRH1,SF1 RYK 3'-UTR No Data

3 134157470 1 1 rs10935102 C G 0.13 0.16 0.33 0.01 OVRY,SKIN 7 altered motifs RYK 3'-UTR 5

3 134158637 1 1 rs4349494 G T 0.15 0.16 0.33 0.01 4 altered motifs RYK intronic No Data

3 134160260 1 1 rs77952276 A C 0.16 0.16 0.33 0.01 RYK intronic No Data

3 134160803 1 1 rs60564425 C T 0.22 0.18 0.34 0.01 ATF3,E2F,ERalpha-a RYK intronic No Data

3 134161286 1 1 rs11914721 C A 0.14 0.16 0.33 0.01 RYK intronic No Data

3 134162036 1 1 rs60545528 T C 0.14 0.17 0.33 0.01 4 tissues 11 tissues 4 bound
proteins RYK intronic 4

3 134162487 1 1 rs75549128 A G 0.14 0.16 0.33 0.01 GI KID,GI Myf,PU.1,TAL1 RYK intronic 3a

3 134162779 1 1 rs35620349 AG A 0.14 0.16 0.33 0.01 IPSC, KID, VAS EBF,Ik-3,TAL1 RYK intronic No Data

3 134163562 1 1 rs77172604 A G 0.16 0.16 0.33 0.01 RYK intronic 6

3 134163565 1 1 rs78809771 T C 0.16 0.16 0.33 0.01 AIRE RYK intronic 6

3 134163595 0.84 1 rs79456622 GT G 0.16 0.16 0.33 0.02 6 altered motifs RYK intronic No Data

3 134163941 1 1 rs76114537 T C 0.16 0.16 0.33 0.01 ADRL 4 altered motifs RYK intronic 6

3 134164658 0.78 1 rs79046206 A G 0.16 0.16 0.33 0.02 GATA,Pou5f1 RYK intronic No Data

3 134165626 1 1 rs77844717 C G 0.16 0.16 0.33 0.01 OVRY NF-I,NF-Y,TLX1::NFIC RYK intronic 6

3 134166597 1 1 rs11922210 A G 0.16 0.16 0.33 0.01 OVRY Hoxb6 RYK intronic 6

3 134167321 0.92 1 rs78836333 T C 0.14 0.17 0.33 0.02 SIX5 RYK intronic No Data

3 134167765 1 1 rs185873796 T C 0.14 0.16 0.33 0.01 Foxa,Foxp1,Irf RYK intronic No Data

3 134168275 1 1 rs149684559 C A 0.13 0.15 0.3 0.01 Dobox4,THAP1 RYK intronic 6

3 134169104 1 1 rs76893428 G A 0.15 0.16 0.33 0.01 HRT 4 altered motifs RYK intronic 5

3 134169704 1 1 rs58480012 G A 0.14 0.16 0.33 0.01 5 altered motifs RYK intronic No Data

3 134172097 1 1 rs12638802 A C 0.16 0.16 0.33 0.01 1 hit RYK intronic No Data

3 134172838 1 1 rs78079846 G A 0.16 0.16 0.33 0.01 HRT, OVRY EBF,HNF4,TCF12 RYK intronic 6

3 134173630 1 1 rs6776260 G T 0.16 0.16 0.33 0.01 ERalpha-a,GR,RXRA RYK intronic 5

3 134173681 0.72 1 rs78565790 G A 0.01 0.15 0.32 0.01 7 altered motifs RYK intronic 5

3 134173744 1 1 rs6776195 C A 0.14 0.16 0.33 0.01 9 altered motifs RYK intronic 6

3 134173814 1 1 rs6800612 A T 0.15 0.16 0.33 0.01 21 altered motifs RYK intronic 6

3 134173988 1 1 rs10804626 C T 0.16 0.16 0.33 0.01 4 altered motifs RYK intronic No Data

3 134174028 1 1 rs10804627 A C 0.16 0.16 0.33 0.01 6 altered motifs RYK intronic 6

3 134174459 0.92 1 rs11927316 T A 0.16 0.17 0.33 0.02 Pou2f2,TATA RYK intronic No Data

3 134174920 1 1 rs80281479 A G 0.16 0.16 0.33 0.01 5 altered motifs RYK intronic No Data

3 134175035 1 1 rs77544664 G C 0.16 0.16 0.33 0.01 RYK intronic No Data

3 134175270 1 1 rs149257713 T G 0.16 0.16 0.33 0.01 SP1,ZBRK1 RYK intronic No Data

3 134176778 0.91 1 rs10804628 C T 0.14 0.15 0.33 0.01 7 altered motifs RYK intronic No Data

3 134176830 1 1 rs10935105 C T 0.14 0.16 0.33 0.01 6 altered motifs RYK intronic 6

3 134176863 1 1 rs10804629 C A 0.13 0.16 0.33 0.01 RYK intronic No Data

3 134179142 0.92 1 rs78829898 C A 0.14 0.16 0.33 0.02 Foxp1,GATA,HMG-IY RYK intronic 6

3 134180590 1 1 rs7432230 G C 0.14 0.16 0.33 0.01 PANC Hbp1,TATA,YY1 RYK intronic 6

3 134181395 1 1 rs60326170 T C 0.16 0.16 0.33 0.01 4 tissues OVRY 4 altered motifs RYK intronic 5

3 134184718 0.63 1 rs79075059 T C 0.01 0.13 0.08 0.01 4 altered motifs RYK intronic 6

3 134185296 1 1 rs12488358 T C 0.14 0.16 0.33 0.01 MAFK Hdx RYK intronic 5

3 134186919 0.91 1 rs79350889 G T 0.13 0.15 0.32 0.01 STRM, VAS 5 altered motifs RYK intronic 5

3 134188317 0.78 1 rs12491300 C T 0.14 0.16 0.34 0.02 Pax-4,TCF12 RYK intronic No Data

3 134189536 0.92 1 rs79419294 G A 0.16 0.16 0.33 0.02 LNG, OVRY 5 altered motifs RYK intronic 6

3 134191648 0.61 1 rs12487646 A G 0.14 0.17 0.33 0.02 Nanog,Pou2f2 RYK intronic No Data

3 134192176 0.61 1 rs79798304 A C 0.13 0.17 0.33 0.02 Arid5b,BAF155 RYK intronic 6

3 134195045 1 1 rs12631354 T C 0.16 0.16 0.33 0.01 ESDR, BRST, VAS SKIN FXR,Nkx2 1 hit RYK intronic 5

3 134198039 1 1 rs12486035 T C 0.16 0.16 0.33 0.01 BRST, SKIN 7 tissues CTCF,GATA1 RYK intronic 4

3 134198410 1 1 rs59391701 G A 0.16 0.16 0.33 0.01 BRST, STRM, SKIN NRSF RYK intronic 6

3 134200394 1 1 rs12487925 T C 0.16 0.17 0.33 0.01 BRST, SKIN ERalpha-a,Hsf,Nr2f2 RYK intronic 6

3 134201899 1 1 rs12485592 G A 0.13 0.16 0.33 0.01 SKIN, BRST 11 tissues 11 tissues 5 bound
proteins 10 altered motifs RYK intronic 2b

3 134203195 1 1 rs7626278 A C 0.16 0.16 0.33 0.01 LNG, BRST, SKIN 6 altered motifs RYK intronic 6

3 134208904 1 1 rs74994208 G A 0.16 0.16 0.33 0.01 HRT Mef2 RYK intronic No Data

3 134210397 1 1 rs34286141 AT A 0.13 0.16 0.33 0.01 HRT, BLD CIZ,HDAC2,Pou6f1 RYK intronic No Data

3 134212175 1 1 rs63387462 ACTT A 0.23 0.17 0.33 0.01 5 tissues 4 tissues CTCF 4 altered motifs RYK intronic 3a

3 134215225 0.72 1 rs201834138 G GT 0.11 0.08 0.27 0.01 5 tissues Foxp3,Mef2 RYK intronic No Data

3 134215227 0.82 1 rs75966294 T TA 0.16 0.16 0.33 0.01 5 tissues Foxp3,Mef2 RYK intronic No Data

3 134221626 1 1 rs80225354 C T 0.12 0.16 0.33 0.01 9 altered motifs RYK intronic 6

3 134221940 1 1 rs11925021 G A 0.14 0.16 0.33 0.01 BLD, OVRY, GI RYK intronic No Data

3 134224979 1 1 rs34238585 CTTT C 0.14 0.16 0.33 0.01 6 tissues 9 altered motifs RYK intronic 5

3 134230449 1 1 rs58703957 C T 0.13 0.16 0.33 0.01 FAT, MUS HNF1,Hbp1 RYK intronic 5

3 134231248 1 1 rs4295144 T C 0.14 0.16 0.33 0.01 12 tissues BLD TAL1,GATA1 BATF,CTCF,Pax-4 RYK intronic 4

3 134232650 1 1 rs4286405 T G 0.16 0.16 0.33 0.01 13 tissues Hoxb13 RYK intronic No Data

3 134232687 1 1 rs4505670 G A 0.13 0.16 0.33 0.01 13 tissues Nr2e3,Pou2f2 RYK intronic No Data

3 134232752 1 1 rs4286404 T C 0.14 0.16 0.33 0.01 13 tissues HP1-site-factor RYK intronic 5

3 134239527 1 1 rs75866808 G A 0.13 0.16 0.33 0.01 FAT, BLD 17 tissues OVRY CFOS 5 altered motifs RYK intronic 4

3 134251584 0.82 0.91 rs12494030 C T 0.23 0.17 0.33 0.01 7 tissues 21 tissues MUS BDP1,Irf,Zic 736bp 5' of RYK No Data

3 134258184 0.82 0.91 rs77119035 C T 0.14 0.16 0.33 0.01 Nkx2 7.3kb 5' of RYK No Data


