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ciprofloxacin, gentamicin. tobramycin. sulfamethoxazole/trimethoprim) ICXT1 T &
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HB0R1-E. coi D'BARICHNTAFE > CNDCEFEBERDEERTHD 23, NCBl T—HX—T
blactxmorZIRBITD E coil BRDIVT ) — TSI REIZERIDE 27 BOTSXR
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