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Bird’s-eye MApping of plasmids (BeMAp) for
visualization and comparison of genomic structures of
different plasmids by mapping antimicrobial resistance

genes on spreadsheets
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Fifty-four plasmids carrying blamp-s were aligned using BeMAp and antimicrobial resistance genes were mapped onto
the spreadsheet. At the top of the figure, the dendrogram constructed based on the clustering of these plasmids was
displayed. The antimicrobial agents indicated in the legend represent the type of antimicrobial resistance genes present.
a) The complete map of plasmids carrying blamvrs is visualized.

b) The complete map of plasmids carrying blamr-¢ with colors representing identified Inc groups is shown.



Types of Inc groups
IncF IncL/m IncN

Types of the antimicrobial resistance genes.
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EEEEEEEEEEE W Aminoglycoside resistance gene
EENEEEEREREE W B-lactam resistance gene

ului=infulsiuiuisisiuy Quinolone resistance gene

M Macrolide resistance gene

M Phenicol resistance gene

AEEEEEEEEER W Sulfonamide resistance gene
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Eleven plasmids carrying blamp-4 are shown in the same cluster. Nine plasmids were classified as IncL/M. CP042496.1
and CP042548.1 were classified as IncF and IncN, respectively. Although CP042496.1 and CP042526.1 had the same
organization of antimicrobial resistance genes, they were classified as IncF and IncL/M, respectively.
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