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FO9 mMRBNA splicing aberration due to a deep Intronic structural variation in a

patient with moderate hemophilia B
(PHEMKRBBBICRDOOSNDT Y FOVEIOBENERICKD FO mRNA DTS
1IVITES)
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3—r o AfEHTRS MLPA fi##7 | long-range PCR f##f172 8 O ARFiftT & F2halLT-, [FIE LT s 1R
D F9 AT TAL T IE TR ET D701, Exon-trap fi#TA3<MEL 7=, Exon-trap b ClE
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NIZRY 2 —Z BRI T (B4R pETO01, 25 pET01), 27X —5 s 18 ALT- COS-7 i
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